Orthogonal score

Lipidomics - positive ion mode - FLOX-No fear vs FLOX-Fear

R2X(pred)=0.186 R2X(orth)=0.153 R2Y=0.982 Q2=0.578 CV accuracy=0.80 permutation P=0.015

A OPLS-DA scores B 200-permutation validation
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Predictive score Correlation with original response



